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AGAGAGCGGTACAAGGATCATGAGCACGTTCATTACAGCTCTGTTCTGGAGACCAAAATAAAACCCTCTT 
TCTCGATTCCTGAGACACAACAGCATTTGCCCGACGACTGGATGGACGACTACGAGTTCTATCAGGGCGC 
CCAGGAGGGAGGGAATAAGCAGGGCACACCGGATCCTTCGTTACCCGCCTCAAAGGTTCCATGCAACGGC 
TGCGGCGCAGACCTTCATTGCACGAATGCCTCCCTGCCAGGCTATATACCAAGTGAAATATTCAGGGATA 
GGACGCAGCAGGAACTGCAAACGATCACCTGCAAGCGTTGTCACTTTCTGAACCACTACAACATCGCATT 
GGATGTGGTGGTGGCCCCATCGACCTATGTGGACACCATATCCCGCATTCAAGACAAATTTGCACTGGCT 
ATTGTTCTGGTGGACCTTCTCGATTTTCCCTGCTCCATTTGGCCGGGCATGCAAAACATATTGGGCGCAA 
AGCGACCCGTCTTCCTGGTGGGCAACAAGGTCGATCTGCTGCCGCGCGACTCCAACATCTATCTTCAGCA 
TATTAAGGATTCTCTGCAGCGCGAGTTCATCAAGCATGGCGGTGGAAATGGTCTAAATATCAAGAATGTC 
AGTTTGATATCCGCCAAAACGGGCTATGGCATCGAGGAGCTAATAACGCAGCTGCACAAAACGTGGGCCT 
ACAAAGGCGATGTCTATCTGGTGGGCTGCACCAATGTGGGCAAGAGCTCGCTGTTCAACATTCTGCTTAA 
CTCGGACTACTGCCGGCCGGAGGCCAGTGACCTGGTGCGCAAGGCCACCACCTGTCCGTGGCCGGGCACC 
ACACTCAAACTGCTGCGGTTTCCAATCTTGCGTCCATCGAACGATCGAGTCTATCAGCGCTTTAAGAGAT 
TGGTTTCGGAGCGCAGCGAGAAGGCGGAAATGGAAAAGGAGCGTCGCGCAGTGGCAAGGGAAACGGGTTC 
AGCGGCAGCTGCTCAACCAGTGGCTCCGGTTGGACGCACCTTCGATCGACGCGAAAATCTCCATGATGCC 
TTTGCCATGGCCGGTGGCTCGCGACCGATTACAACGCTAAACGATCGGGGCAAGGAGTACAAGGAAGCGC 
GTTGGGTCTACGACACACCGGGTGTGATGCAACCCGACCAAATATCTCCCCTGCTCACCGCCGAGGAGCT 
GGTAAAGCTGCAGCCCGCCACCATGATCCGACCGCGCGCCTTTCGGCTGCGGCCCCAGATGAGCATACTA 
CTGGGCGGTTTGGCCAGATTGGATCTGCTGGAAATAACAAGCCCAAGGAAACACTTTGACTGGCTGAAGG 
TGTTTGTATTTGCCTCAGAGCATCTTCCCATCATGATAGCAGATACACAGGAGGCGGAAAGCGTGTACAA 
AAGATACGTGGGTTCGCCCTTTCTGGGTGTTCCCTTCGCTAGCGAGAACTTGGAGGCCCGCCTGCGACGC 
TGGCCGGGATTGCAATGCAAGGATGGGGATATTGTGCTGGCAAGTGAAGGAAGGAACGAGGAAACGAGGC 
TTAACTGTGATATTACGCTCAGCTCTGCGGGCTGGATGGGAATCCTGCTGCCGGGCCACTCGGAGTGTCG 
TCTACGGGCCTGGACACCAAAGGCGGCAGGGATTTACAGACGTGAACCGGCTTTAATACCTTTAGCCGAT 
CGATTGGTTGGCAAGCACATAAGGTATTCCCTGGCCTACAACACCGCCAAGCCCTTTGTTTACAAAAAAT 
AAAAAACAAATTGTTTATAAATTGTAAATAAATACAATTGTTTAAATTACTTAATAATATATTCTACCAA 
ACTAAAGCAATTTGCACCGCTTTAGTTATTTTCAGCATACCCCGATTTTTATAATAAAGTTTGTGCTATT 
ATATATTATATTTATGAACTTATAAATTTAAATATAGTTTCAAAACCCGTAACGGCGCCAAAAAGCAGAC 
CCTTGCTTAACGTGCTTTGCAACACTGGCTACTCGCTACTCTTTTTTAAAGCGAGTTGGCAGCGCAGCGT 
ACATAATCGGTGCTGCCGTTTTTTAATAAAAGATAAAAGCTGTTTATGGCTACATGGATTTTGGATATCA 
TGAACATAGCACCTTTAGATACAATAAGCTTAACTTAACAGTATAGTAAAGAGTGTAAAAATATAACTCA 
AATAAAGTGCGTTTGGATATTTAAGAAAATGCTGACTAATTAAAAAACAGACGTTTATGTTCTTATCTTC 
CCGCCATGCGCAGCACTATCCTGCGACTAAGCCAGATCTGACGGGAATAAAGCTGAATCGGCAGCACTGC 
CGCAAGTATCCACTTTTTCACGGGCAACAAATTGACAAAGAAATTGTAAGATAATTTCCTGTGGCGATTG 
CTGCTTGCGCAAAGCCACTTGCCTTGAAAGCGGGCTTAAACAGAGTCCGGGCCAGAAGTTAAATATTGCA 
GAGAGCTTGCATACCGTGTAATTTGCGAACTGCGACGCACCAAACTTTTTTTTTTGTATGCCGTGAGCTG 
AGCGGAGGTGGAGATCGGGAGTTCGGAATCCGGAATCGGGAATTGGGCATTGGATATCGGGACGGGAGCC 
ACACGAAAGAGTCGGCGGCAATGGAGCAGAACTCGAACAGCAGCGTTGCGGATACGTTTGCGGAGGCACC 
AGCGACGGACGCGGATTACGGCACTGAGAACTGTTCCGGATCCGGAATGTCGGTCGGCGACACCGTGAGC 
GCCAACCACGAGTTCCAGACCATGAAACCGGGTCCCGGTGTGGTGCACAAGGTGATGCCGGTGGCAAATA 
GCGCCAGCAGTGCTACCGCAACCAACGGACGCACGCGCTCCGAGATGCCGCACAGCGAGCTGGTGAAGAT 
GCTGTACTACCTGGAGGGCGAGCTGCAGGCACGGGATGTCTGCATAGCCGCCCTGAGGAACGAGCGGGTA 
AAGCAGCTCATTGCACAGCTGCGCACCAAGCGACTGCAGCCGAACGATCCGTATGCGGCCATATTCCGGG 
ACAAGATCGCACTCAATGGCAATCTGATATCAAGGGAATCGTCTACGCAGGCGGCGCAAGCGGAGATGGA 
GGTGCGCCAGATCATTGAGCAGCAAATGGAGCAGCAGTATCAGATGGTTAGCAAGCAGAGGGCCACGCAT 
GTGCGTATGGTCAACATATTGACCGAATCGCTGGAAAACAATCAGCGTATGCTCCAGGAGCTGGAGGAGG 
AGAAGCGCAAGCACGAGAACACCACGGCTCAGGGTGACGACATCACCTACGGCCTGGAATTGGAGCGCAA 
CAAGCTGAAGCAGGACCTAGAGGAGGAGCGCGCTCAGGTGGCCAAAATGGAGAAGGATCTGAAGAAGCTG 
CAGGAGACGCTCGAGTACGAGCGCAATCGACAAAAGCAGATTGTGCTGCTGTTGATTGCGGAGCGCAAAA 
AGATCCTCATGAAGTATATTGAAGAGGGTGCGTATGACCGTATGAAGATAAGATATGAAGATATCCACTT 
TGCTCATACAATAATATCTATGGGATTATACAGGGAAACGATCGGAGGATCTGGCCCAAATTCTGGCCGA 
GGAGAAGCAGCGCTCGGATACCATTGCCGAGGGTCTCGAGGAGGAGAGCAAAAAGTCGCTGCGCATGGAG 
GAGGAACTGGAGAAGCAAACGCATGCCATGGAGCAGGAGCGTAAAGTCCTGTTTGCCAAACTAGCCAAGG 
AGGAACTCCGGTTCGTCACGACGCCAGTCGTTACGTTCGAATGAACAAACTATATCATCTTCTACGTCTA 
TTTTTCAGGGTCAAGGAGCTGGAGCAGGAACTCAACGCCCTACGGAGCGAGCACGAGGCTCTGAAAAAGC 
AGCAGCAACTGGGTGGCAGCGGCTCATCCGTGGCCGCCGCCAAGGCGCGACAGTTCAGCGGTGAGTTAGC 
CAGACAAGGCAATTCCACCTGGAAACTGGCTGTTGTAATTATACATATGGTTGCCCTCCTTATAATTTTC 
TATATACAAACTTTAACTCTATATATATATATTACTTTTTTTTCGAACTCCTCTTGAAGCCGAAATCTTT 
TGTTAGAAAAAATGTTACGCAATTGCAAGGTGATTTGTTTTTTGTTTTGTGATGTTCCTCGTGCACCTCA 
CGTTGCACCAACCCAAAGATCACGCATTCGCACGTCCACCCCGCACGCTCGCACCCCAGCGATTGGAGCA 
CCCTGACAAAAGCCAGAACGTAGCCAATTGACACCAGTGGCGTCTGTAGACTTTTCACGACCATGCCAAA 
GCATTTCCACACAAGCCAGGCCTTCCCAGAACTCATCTGCAATGGCTTTGCAGCTCTATATGG 
 
